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The Genetic Case 
Against Evolution 

If the Theory of Evolution is true, then the species with the closest common 
ancestor should have the most similar DNA—but they don’t. 

This month’s two Evolution in the News 
columns are devoted to the cover story of the 
August 13 issue of the respected journal Nature 
(which reported the recently completed analysis of 
the octopus genome) and an earlier article in 
Science about plants containing caffeine. Those 
articles are full of discoveries inconsistent with 
evolutionary theory.  This month’s Email column 
contains correspondence from someone who 
willfully ignores all scientific evidence against 
evolution, including the genetic evidence. 
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To set the stage for the rest of this newsletter, 
let’s establish some background, and review how 
genetic discoveries have been undermining the 
theory of evolution for nearly two decades. 

Definitions 
Here are some definitions from the National 

Human Genome Research Institute to assure 
everyone knows what we are talking about. 

The genome is the entire set of genetic 
instructions found in a cell. In humans, the 
genome consists of 23 pairs of chromosomes, 
found in the nucleus, as well as a small 
chromosome found in the cells' mitochondria. 
Each set of 23 chromosomes contains 
approximately 3.1 billion bases of DNA 
sequence. 1

A chromosome is an organized package of 
DNA found in the nucleus of the cell. 2

                                                           
1 http://www.genome.gov/Glossary/index.cfm?id=90 
2 http://www.genome.gov/Glossary/index.cfm?id=33 

DNA (Deoxyribonucleic Acid) is the 
chemical name for the molecule that carries 
genetic instructions in all living things. 3

The gene is the basic physical unit of 
inheritance. Genes are passed from parents to 
offspring and contain the information needed to 
specify traits. Genes are arranged, one after 
another, on structures called chromosomes. A 
chromosome contains a single, long DNA 
molecule, only a portion of which corresponds 
to a single gene. Humans have approximately 
20,000 genes arranged on their chromosomes. 4

An allele is one of two or more versions of a 
gene. An individual inherits two alleles for each 
gene, one from each parent. 5

The genome is all the genetic material in the 
cell.  It is made up of chromosomes.  Each 
chromosome is a single DNA molecule, which 
carries thousands of genes.  Each gene has 
multiple variants, called alleles. 

Now, there is one final important definition: 

A genotype is an individual's collection of 
genes. The term also can refer to the two alleles 
inherited for a particular gene. The genotype is 
expressed when the information encoded in the 
genes' DNA is used to make protein and RNA 
molecules. The expression of the genotype 
contributes to the individual's observable traits, 

                                                           
3 http://www.genome.gov/Glossary/index.cfm?id=48 
4 http://www.genome.gov/Glossary/index.cfm?id=70 
5 http://www.genome.gov/Glossary/index.cfm?id=4 
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called the phenotype. 6

Geneticists say, “The genotype determines the 
phenotype.” Just as a blueprint tells how a 
structure will be built, and software tells a 
computer what to do, the genotype determines 
the characteristics of the living thing containing 
those genes.  Blueprints, software, and genotypes 
are the plans which determine the results. 

Descent 
The Theory of Evolution is based on the 

concept of “descent with modification.”  Perhaps 
the best way to look at this is to ponder what 
descent without modification would be from the 
perspective of both evolutionists and creationists. 

Evolutionists start with the assumption that 
somehow one living cell came into existence.  If 
reproduction occurred by descent without 
modification, then the world would be filled with 
innumerable identical copies of the first living cell, 
and nothing else. 

Creationists start with the assumption that 
every basic kind of creature was created 
individually.  If reproduction occurred by descent 
without modification, then all leopards would have 
exactly the same spot pattern, and every creature 
would be identical to every other creature of that 
same species. 

Evolutionists and creationists agree that there 
are small differences between individuals of the 
same species.  That’s because of descent with 
modification—that is, children inherit the 
characteristics of their parents with slight 
differences.  The question is, “What causes these 
differences?” 

Evolutionists and creationists agree that the 
differences in individuals of a species come from 
different combinations of alleles, and the 
differences in species come from different 
combinations of genes. 

The fundamental point of disagreement is 
whether the similarities between species are the 
result of common descent or common design.  
Evolutionists believe that similar species are 
similar because they inherited traits from a 
common ancestor, with modifications.  
Creationists believe that similar species are 
similar because they were designed by a designer 
who tended to reuse the same techniques. 

Is there any way to distinguish between 
similarity that comes from common ancestry and 
similarity that comes from common design?  We 
believe there is. 

                                                           
6 http://www.genome.gov/Glossary/index.cfm?id=93 

Common Ancestry 
The Theory of Evolution is based on the notion 

of common ancestry.  That is, two very similar 
species are similar because they have descended 
from a close common ancestor.  If that is true, 
both species should have DNA that is nearly 
identical to the common ancestor, with just a few 
unique aspects which distinguish the two closely 
related species from each other.  (The prejudicial 
term “related” implies the assumption of close 
common ancestry.) 

In the past, species were assumed to be 
closely related because of physical similarity.  
That is, humans look more like apes than 
butterflies, so one might naturally assume that 
humans are more closely related to apes than 
butterflies.  But that is a subjective judgment call 
based upon similarity of the phenotype (physical 
characteristics). 

Paleontologists quantify the phenotype by 
measuring such things as dimensions of teeth and 
bones (and ratios of those measurements) and try 
to come up with some algorithm that will produce 
a numerical value of how similar teeth and bones 
are in an attempt to make comparisons more 
objective.  The problem with this approach is that 
the numerical results depend upon what one 
chooses to measure, and how individual 
characteristics are weighted.  Consequently, the 
comparison is really a subjective judgment 
wearing a mask of objectivity. 

Current technology makes it easier to calculate 
similarity of genotypes because you can compare 
genes and see how many match exactly, how 
many are different, how much they differ, and so 
on.  Evolutionists expected that comparisons of 
genotypes would produce an unambiguous, 
perfectly accurate, evolutionary tree. 

Inherited Similarities 
Suppose there is a species called “A” who has 

offspring called “B1” and “B2.”  If there were no 
descent with modification, B1 and B2 would have 
exactly the same genome as A.  But suppose that 
a random mutation makes B1 slightly different 
from A.  B2 has a different mutation which makes 
B2 slightly different from A.  If you compared the 
whole genome of A to either B1 or B2, you would 
find one difference.  But if you compare the 
genome of B1 to B2 you would find two 
differences (that is, the two mutations which 
caused B1 and B2). 

Suppose B1 has descendents C1 and C2, and 
B2 has descendents D1, D2, and D3.  As you go 
down the genealogical alphabet, the genomes 
have more and more differences from species A, 
and the similarly lettered species have fewer 
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differences between themselves. 

Evolutionists believe that they can eventually 
reconstruct the evolutionary genealogy by 
comparing differences in genomes because the 
species that evolved the most recently from a 
close common ancestor will be the most similar 
genetically. 

Initial Genetic Tests 
Until recently, scientists did not have the ability 

to decode entire genomes and compare them.  
So, they compared the only parts of the genome 
they could measure.  At first, they thought this 
would work because if the whole genomes are 
nearly identical, most of the parts will be nearly 
identical.  So, one might get minor differences 
depending upon which part they compare; but 
generally speaking, it should not matter which part 
of the genome is compared. 

Chromosomes were among the first things that 
biologists discovered.  They have long known how 
many chromosomes each species has.  A 
reasonable assumption would be that the more 
complex a creature is, the more chromosomes it 
should have.  A person must surely have more 
chromosomes than a worm or a fly; and it does.  If 
you look at the table of chromosome counts on 
Wikipedia,7 you will see that fruit flies have 8 
chromosomes, an earthworm has 36, and a 
human has 46.  That makes sense! 

But that same table also says that Rhesus 
monkey has 42 and a gorilla has 48.  Does that 
mean a Rhesus is less highly evolved than a 
human, but a gorilla is more evolved?  A carp 
(goldfish) has 104 chromosomes.  Is it really more 
than twice as highly evolved as a human?  A 
butterfly has 268 chromosomes.  So, simply 
looking at the number of chromosomes doesn’t 
tell evolutionists the story they want to hear. 

The First Sign of Trouble 
In 1998, since they did not have the capability 

to decode the entire genome, and since simply 
counting chromosomes didn’t work, scientists 
tried decoding 18S rRNA sequences.  We 
reported in March of that year that this analysis 
showed that a scallop and a sea urchin and a 
brine shrimp all had an 82% correlation of their 
18S rRNA sequence—but the scallop and a 
tarantula had a 92% correlation, which foolishly 
implies a scallop is more closely related to a 
spider than a sea urchin! 8  Evolutionists tried to 
brush this off by saying that the technology is still 
                                                           
7 https://en.wikipedia.org/wiki/ 
List_of_organisms_by_chromosome_count 
8 Disclosure, March 1998, “The Failure of Genetics”, 
http://www.scienceagainstevolution.info/v2i6n.htm 

in its infancy and has some bugs to be worked 
out. 

A year later, we reported eight articles in the 
professional scientific literature which found major 
discrepancies between DNA analysis and 
conventional evolutionary thinking (which was 
previously based on fossil evidence). 9  So, near 
the end of the 20th century, this resulted in a 
heated debate between the paleontologists and 
the geneticists. 

To make a long story short, over the past 17 
years we have published 45 articles about 
“shocking” or “surprising” genetic results which 
confound evolutionists.  We encourage you to go 
to the DNA tab 10 on our Topics page to read 
them in reverse chronological order (from the 
bottom up).  You will see that as the evidence 
against common descent mounts, increasingly the 
evolutionists’ response is “convergent evolution.”  
That is, they believe the exact same genes evolve 
in completely unrelated species by chance. 

Characteristics of Design 
DNA analysis isn’t consistent with descent with 

modification—but, in my opinion, it is consistent 
with design.  I freely admit that my opinion is 
based on my personal experience. 

I spent more than three decades working in 
the defense industry.  Some of that time was 
spent engineering American missiles and radars.  
The rest of that time was spent reverse 
engineering Russian missiles and radars.  The 
latter employment, referred to as “Foreign 
Material Exploitation (FME)” in polite circles, has 
taught me how to recognize design through style. 

The primary purpose of FME is to determine 
how the enemy weapon works in order to discover 
weaknesses which can be exploited to render the 
weapon ineffective.  The process begins by 
obtaining (through some nefarious process) the 
foreign weapon and/or documentation of the 
foreign weapon.  Then it can be tested, taken 
apart, replicated, and analyzed. 

That process will reveal certain things about 
the weapon that don’t make sense initially.  Why 
would the Soviets do it that way?  The most 
natural human reaction is to think, “That’s dumb!” 
because we Americans are much smarter than 
Russians, and know the best way to design 
weapons. ☺  It doesn’t take too long working on 
foreign material for that arrogant attitude to be 
replaced by humility.  I quickly learned that if I 

                                                           
9 Disclosure, July 1999, “The DNA Dilemma”, 
http://www.scienceagainstevolution.info/v3i10f.htm 
10 http://www.scienceagainstevolution.info/topics-
dna.htm 
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didn’t understand why the Russians did it that 
way, it is because I wasn’t smart enough to see 
the wisdom in it. 

When biologists started analyzing DNA, there 
were large portions of the molecule they didn’t 
understand, which they termed “junk DNA” 
because they thought it served no purpose.  Over 
the years, they gradually discovered that it really 
did serve a purpose.  They did not recognize the 
wisdom inherent in the junk DNA. 

The second thing I learned from my 
experience doing FME is the distinctiveness of 
style.  If you show me the electrical and 
mechanical drawings for a 1980’s era weapon I 
have not worked on, I bet I could tell you whether 
it is an American or Russian weapon just from 
certain stylistic aspects.  Russian engineers just 
design things differently than American engineers 
do. 

If you are even remotely familiar with art, you 
can tell a painting by Monet from a painting by 
Picasso.  Picasso just didn’t use the short, dot-like 
brush strokes that Monet used.  Monet didn’t use 
the crisp, straight lines Picasso used.  Style is 
recognizable in art, and engineering, and biology. 

The more we learn about the genomes of very 
different creatures, the more commonality we find.  
This commonality can’t be the result of inheritance 
from a close common ancestor because these 
different animals don’t have a close common 
ancestor (presuming they even have a common 
ancestor).  These similarities in different creatures 
just cry out, “STYLE!” 

After a few years of reverse engineering 
Russian weapons, I gradually came to imagine 
the Russian engineer who designed the weapon.  
I called this imaginary engineer, “Ivan.”  I would 
look at a circuit I didn’t understand and ask 
myself, “Why would Ivan do that?”  Remembering 
what Ivan typically did on other weapons, it would 
usually make sense to me.  It is hard to explain, 
but I really felt a kinship with my Russian 
opponent.  I felt like I knew him through his work. 

When reading the scientific analysis of 
genomes of different creatures in Science and 
Nature, I ask myself, “Does this seem to be the 
result of random mutations filtered by natural 
selection? or is there a consistent style that recurs 
over and over again that seems to be the result of 
design?  The answer is that it looks like someone 
reused the same genes in many different living 
things.  Genetic analysis is absolutely consistent 
with the presumption of design. 

 

The Octopus 
Genome 

Evolution in the News 

Not surprisingly, the octopus genome 
surprised evolutionists. 

The August 13, 2015, issue of the British 
journal Nature featured a story about the newly 
decoded octopus genome.  The abstract of their 
report begins by pointing out the obviously unique 
physical characteristics of octopi. 

Coleoid cephalopods (octopus, squid and 
cuttlefish) are active, resourceful predators with 
a rich behavioural repertoire. They have the 
largest nervous systems among the invertebrates 
and present other striking morphological 
innovations including camera-like eyes, 
prehensile arms, a highly derived early 
embryogenesis and a remarkably sophisticated 
adaptive colouration system. 11

So it came as no surprise when they said, 

We identified hundreds of cephalopod-
specific genes, many of which showed elevated 
expression levels in such specialized structures 
as the skin, the suckers and the nervous system. 
12

Unique physical characteristics must be the 
result of unique genetic factors.  That makes 
perfect sense.  But then they said, 

Our analysis suggests that substantial 
expansion of a handful of gene families, along 
with extensive remodelling of genome linkage 
and repetitive content, played a critical role in 
the evolution of cephalopod morphological 
innovations, including their large and complex 
nervous systems. 13

What is the evidence of “extensive 
remodelling?”  How do they know the octopus 
DNA arose from some previous ancestor by 
remodeling (or remodelling in British English ☺) 
existing DNA?  Did they even consider the 
possibility the DNA is so different because it was 
created from scratch, and not modified from some 
previous form?  They should have because, 
                                                           
11 Albertin, et al., Nature, 13 August 2015, “The 
octopus genome and the evolution of cephalopod 
neural and morphological novelties”, pp. 220–224, 
http://www.nature.com/nature/journal/v524/n7564/full/
nature14668.html 
12 ibid. 
13 ibid. 
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We found no evidence for hypothesized 
whole-genome duplications in the octopus 
lineage. 14

Later in the report they said, 

Based primarily on chromosome number, 
several researchers proposed that whole-
genome duplications were important in the 
evolution of the cephalopod body plan, 
paralleling the role ascribed to the independent 
whole-genome duplication events that occurred 
early in vertebrate evolution. Although this is 
an attractive framework for both gene family 
expansion and increased regulatory complexity 
across multiple genes, we found no evidence for 
it. 15

Here’s their evidence against it. 

Remarkably, octopus Hox genes are not 
organized into clusters as in most other 
bilaterian genomes, but are completely 
atomized (Extended Data Fig. 
2 and Supplementary Note 9). Although we 
cannot rule out whole-genome duplication 
followed by considerable gene loss, the extent 
of loss needed to support this claim would far 
exceed that which has been observed in other 
paleopolyploid lineages, and it is more plausible 
that chromosome number in coleoids increased 
by chromosome fragmentation. 16

The abstract goes on to say that they found 

… massive expansions in two gene families 
previously thought to be uniquely enlarged in 
vertebrates.  17

This is significant.  The division of the 
supposed evolutionary tree between vertebrates 
and invertebrates is at the base of the tree.  If 
these large gene families existed in the supposed 
common ancestor of vertebrates and 
invertebrates, they would be in all vertebrates and 
invertebrates; but they aren’t.  Evolutionists are 
forced to believe that these gene families 
somehow originated and enlarged late in 
vertebrate evolution, and also late in invertebrate 
evolution.  What a coincidence!  ☺  And, they say, 
this enlargement could not have happened by 
duplication, as was previously thought. 

In the body of they article, they observe, 

Soft-bodied cephalopods such as the 
octopus show remarkable morphological 
departures from the basic molluscan body plan, 
including dexterous arms lined with hundreds 

                                                           
14 ibid. 
15 ibid. 
16 ibid. 
17 ibid. 

of suckers that function as specialized tactile 
and chemosensory organs, and an elaborate 
chromatophore system under direct neural 
control that enables rapid changes in 
appearance. The octopus nervous system is 
vastly modified in size and organization relative 
to other molluscs, comprising a 
circumesophageal brain, paired optic lobes and 
axial nerve cords in each arm. Together these 
structures contain nearly half a billion neurons, 
more than six times the number in a mouse 
brain. Extant coleoid cephalopods show 
extraordinarily sophisticated behaviours 
including complex problem solving, task-
dependent conditional discrimination, 
observational learning and spectacular displays 
of camouflage. 18

Yes, Captain Obvious, an octopus is a lot more 
athletic and intelligent than a clam, which is not to 
be expected if all mollusks are closely related. 

When they analyzed the protocadherin genes 
of octopi, they found they were more like those 
found in zebrafish (a vertebrate) than squid.  But, 
they think, this is probably due to dumb luck 
(a.k.a. convergent evolution) because these 
genes had to have evolved independently in 
octopi, fish, and squid.  Those are our words.  
Here are their words: 

Thus both octopuses and vertebrates have 
independently evolved a diverse array of 
protocadherin genes. 

… 
A search of available transcriptome data 

from the longfin inshore squid Doryteuthis 
(formerly, Loligo) pealeii also demonstrated an 
expanded number of protocadherin genes 
(Supplementary Note 8.3). Surprisingly, our 
phylogenetic analyses suggest that the squid 
and octopus protocadherin arrays arose 
independently. Unlinked octopus 
protocadherins appear to have expanded ~135 
Mya, after octopuses diverged from squid. In 
contrast, clustered octopus protocadherins are 
much more similar in sequence, either due to 
more recent duplications or gene conversion as 
found in clustered protocadherins in zebrafish 
and mammals. 

… 
Finally, the independent expansions and 

nervous system enrichment of protocadherins in 
coleoid cephalopods and vertebrates offers a 
striking example of convergent evolution 
between these clades at the molecular level. 19

It always seems to come down to the same 
argument.  When genes are similar in two species 
                                                           
18 ibid. 
19 ibid. 
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that are presumed to be closely related, it is proof 
that they are closely related because they had to 
come from a common ancestor.  But when genes 
are similar in two species that can’t be closely 
related, they had to have evolved independently 
and just happened to come out the same. 

 

 

Caffeine 
Jitters 

The “convergent evolution” of 
caffeine should make evolutionists 

nervous. 
Caffeine is a marvelous chemical produced 

naturally by just three kinds of plants: coffee; tea; 
and cacao (a.k.a. chocolate). 

An evolutionist might naturally assume that the 
remarkable ability to produce caffeine was 
inherited from a common ancestor.  Genetic 
analysis proves that assumption to be wrong, as 
this diagram from a recent article in the 
professional literature shows. 20

 
If coffee inherited the ability to produce 

caffeine from the common ancestor of coffee, tea, 
                                                           
20 France Denoeud, et al., Science, 5 September 2014, 
“The coffee genome provides insight into the 
convergent evolution of caffeine biosynthesis”, pp. 
1181-1184, 
http://www.sciencemag.org/content/345/6201/1181.full
?sid=70bf6103-0f6e-4160-bca4-48c61acb8baa

and cacao, then tomatoes, sweet potatoes, 
carrots, sunflowers, spinach, strawberries, 
grapes, and many other plants should have 
inherited it, too. 

One possibility is that the ancestors of all these 
other plants did have the ability to fight insects by 
producing caffeine, and lost that ability despite the 
fact that it provided a survival advantage—but that 
makes no sense at all!  So, the evolutionists who 
did this analysis fell back on their old standby, 
luck.  They say that “convergent evolution,” 
caused the same genes independently to arise 
miraculously in three separate species. ☺ 

Evolution in the News 

 

 Email 

Willful 
Ignorance 

Fireholder disputes our essays 
without reading them. 

Someone who calls himself “Fireholder” 
started a lengthy exchange by arguing about the 
definition of evolution, and wound up claiming 
(without proof) that DNA analysis had proved 
evolution.  This correspondence clearly shows 
that Fireholder believes in evolution because he 
refuses to even read anything that doesn’t confirm 
what he already believes.  Here are the pertinent 
extracts from our correspondence. 

Evolution Definition 
The last paragraph of his first lengthy email 

simply repeats (almost verbatim) the same 
argument that you can read on lots of evolutionary 
blogs. 

In short, evolution is ‘changes in 
existing life over time’, and not in any 
way a claim on the origins of the 
earliest life. As more scientific study, 
research and experimentation arises 
(including space exploration), evolution 
may include either of the origin 
hypotheses, or a completely different 
one, depending on what discoveries are 
made. Your website, and its claims, is a 
disservice to both the scientific facts 
and reality in support of evolution, as 
well as to the theistic position on the 
origins of life and the universe. Your 
website is either predicated on a false 
assumption borne of ignorance, or an 
intentional deception, but in either 
case is harmful to both the scientific 
and religious communities nonetheless 
via propagation of falsehoods. 

Our home page makes it clear that there are 
many definitions of evolution, including any 
change over time.  Many of those definitions are 
not controversial.  That’s why our home page 

http://www.sciencemag.org/content/345/6201/1181.full?sid=70bf6103-0f6e-4160-bca4-48c61acb8baa
http://www.sciencemag.org/content/345/6201/1181.full?sid=70bf6103-0f6e-4160-bca4-48c61acb8baa
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says, 

When we talk about "evolution," we don't 
mean, "any kind of change." Nor do we mean 
minor variations that result from natural 
selection. We use the term "evolution" to mean, 
“The doctrine that unguided natural forces 
caused chemicals to combine in such a way that 
life resulted; and that all living things have 
descended from that common ancestral form of 
life.” 

We aren’t ignorant of other definitions; nor are 
we intentionally deceiving anyone by changing the 
definition.  We put the definition of what we are 
talking about right there on the home page of our 
website.  We make it as clear as possible that 
when we talk about “evolution” we are talking 
about the doctrine about the origin and diversity of 
life commonly taught in public school science 
classes.  (If this definition of evolution weren’t an 
accurate description of what is being taught in 
public schools, nobody would object to the 
teaching of evolution.) 

We are aware that evolutionists change the 
definition by first stating the obvious truth that 
dogs and horses have “evolved” into various 
breeds. Then they claim that humans and apes 
must have evolved from a common ancestor 
because “evolution has been proved.”  That is a 
logical fallacy called “ambiguity” because the term 
“evolution” is intentionally used ambiguously to 
confuse microevolution with macroevolution. 

We replied to him with this single sentence: 
We have dealt with your comments many 

times, which you would know if you had 
read our articles. 

As expected, he could not help responding 
with an insult. 

You have, apparently, dismissed the 
fact that your articles are based on 
misrepresentation.  But hey, keep 
rolling in your own feces while 
declaring it’s gold. 

DNA Proof 
We tried to get a specific criticism (as opposed 

to general, unspecific accusations) by quoting 
from one of the paragraphs in his first email. 

You say, “The evidence in support of 
evolution and common decent [sic] is 
staggering.”  Can you be specific? 

We have never gotten a good answer to this 
question from any evolutionist, and Fireholder 
was no exception.  All he could say was, 

Any more specific than the fact that 
every form of life which has been tested 
shares DNA in common and that species 
which are similar have DNA reflecting 
this similarity?  For someone who claims 
to know so much about evolution that 

they feel confident in refuting it, 
don’t you think you should know these 
things already? 

This response indicates that somebody has 
told him that DNA testing results are consistent 
with the theory of evolution, and he believes it.  
We sent him links to 22 of our 45 past articles in 
which we reported research in peer-reviewed 
scientific literature addressing the discrepancies 
between DNA analysis and conventional 
evolutionary wisdom.  His response was, 

LMFAO! 
Am I expected to trust YOU as a 

source of accurate or reliable 
information when it comes to biology? I 
love how you have nothing but your own 
words in your articles. No citations, no 
links to research, no peer-reviewed 
scientific journals. 

In our essay, “Jellyfish, Kiwis, and Moa” there 
were a total of 11 references from three different 
articles published in Nature, seven citations from 
Science, and two from Richard Dawkin’s book, 
Climbing Mount Improbable.  The “Foolish 
Falcons” essay quoted from Nature Genetics.  
“Puzzling Penguins” referenced articles in 
Science and Cell Science.  One essay quoted 
from the University of Louisiana at Monroe and 
Central Washington University websites.  Another 
quoted from the National Human Genome 
Research Institute.  One quoted a biology lecture 
on a Purdue website.  A 2001 book published by 
Oxford University Press was quoted in another.  
We even stooped so low as to quote from 
National Geographic! ☺ 

If he had read the links we sent him (or any of 
our other essays on our website, for that matter) 
he would have known that nearly every article has 
links to research in peer-reviewed scientific 
literature.  Often there are 10 to 20 footnotes.  He 
could not have missed them if he had actually 
read our articles. 

We didn’t quote ourselves as authorities. The 
purpose of quoting ourselves was to show that we 
had already reported that recognized authorities 
had said these things many times before.  

He did not argue with any of the facts in any of 
our essays because he didn’t read them.  Why 
should he?  He already knows it all!  He is willfully 
ignorant. 

He clearly expects us to trust HIM as a source 
of accurate and reliable information when it 
comes to biology; but we don’t know what his 
qualifications are.  We don’t even know his real 
name!  He didn’t quote any published research.  
He just says it, and expects us to believe it. 

Don’t take his word for it.  Don’t take our word 
for it.  Study for yourself and make an informed 
decision. 



 
 

by Lothar Janetzko 

Web Site of the Month – September 2015 

Is Evolution Science? 
http://cs.unc.edu/~plaisted/ce/science.html 

The question of whether evolution is science 

This month’s website review continues with the discussion of last month regarding 
whether evolution is science.  When searching the Internet about this topic, it often comes 
up in articles.  The Bing search engine showed 25,900,000 links and Google 405,000,000.  
It appears that this is indeed a hot topic when talking about creation and evolution. 

The article for our discussion is posted on a University of North Carolina website.  No 
information is provided as to who posted the article and when.  Nevertheless, I found that 
the article presented many interesting questions regarding evolution. 

The article begins by pointing out that “The question of whether evolution is science 
would seem to be unnecessary.  Surely a subject which is so widely taught and believed 
must be scientific!  But it is not the fact that many people, even scientists, believe a theory 
that shows it to be correct, but rather that it passes reasonable and unbiased tests of 
verification.”  It is pointed out that in the literature you will find many articles “presenting 
evidence and arguing about various mechanisms of evolution” but none “seriously 
considering the question of whether evolution is true.” 

The article continues by discussing the many “plausible stories” evolutionary biologists 
construct to explain how life developed and evolved.  The question then is asked “How do 
we know that these stories are true?”  What follows then is a brief discussion of the fossil 
record and radiometric dating methods. 

An interesting observation is then made regarding the statement you often read in 
evolution articles, that creationism is not science.  “The implication is that if creationism is 
false, then evolution must be true.  But just because scientists cannot think of an 
alternative is no reason to accept a theory.” 

Many more topics are discussed in the article including arguments that claim evolution 
has been observed, similarities of life forms, the genetic code and others.  

The article concludes with the statement, “I would like to see evolutionary biologists put 
their theory to the test and give us some rigorous evidence that it is true, if they can, 
instead of merely arguing about mechanisms and presenting plausible scenarios.”  

   

 
  

 
You are permitted (even encouraged)                   
to copy and distribute this newsletter. 

Disclosure, the Science Against Evolution newsletter, is edited by R. David Pogge. 

All back issues are on-line at ScienceAgainstEvolution.info. 
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